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[E3-2]1Emf 1 TER Lt NOEBELGFRIEMEE~YN) v I R,
[X3-3]1=mEf 1 TER L7k NOEBELRFRIREE~Y N v I X,
[B3-41=MEHI 1 THER LIz bOBEGEFRIEEBRT N v I 2,
[BA4-11E5EHFI 1 THERKR Lz FOBRETFRIREMERET N v I R (ZEEA)

[B4-21Khefh 1 THEXR L OB FRREER~ M) v o X (ZEEA)

(o)
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[B44-3]1EpwEAsI 1 THER L2t ~OBEFHEEMEBE~Y MY v I X (Z{EEEA)
::4_4]%}7@1% 1 THERLE NDEBEEFRREMAE~Y MY v I X (ZEREA)
E4—5]£E’1§1§U 1 THERLZE NOBGRTFRIREER~Y N v 7 X (Z{EEAN)
24—6]%15%% 1 THERRLIcE NOBGTFREBEEYN) v IR (Z{EEAN)
24-71%}3’@% 1 THEKRLEEE FOBGFRIEER~Y M) v o X (ZEEA)
24-8]?%}3’@% 1 THEKRLEE NOBEFRIEER~ M) v o 2 (ZEEEA)
::4_9]%}7@1% 1 THERLE NOBGFREMAE~Y MY v I X (Z{EEEA)
E4—1®]£ﬁ’1ﬁ1§ﬂ 1 THERR L7z b OERFRIEMEREY N v 2 X (ZEEA)
E4—11]%B’1ﬁ4§ﬂ 1 TERR L7z b DERFHRIEERE~Y N v I X (ZEEA)
24-121%}3’@@ 1 TERLZCE hOBEFHREREMEE~ M) v I X (ZIEEEAN)
(|;4—13]£}3’1E1§U 1 TR LAE NOBGFEREMEEYN) v IR (ZEELAN)
24-14]£}3’1ﬁ1ﬁﬂ 1 TR LAE NOEGFEEREMAEY M) v IR (ZEELAN)
24—151%5’@@ 1 THERR L7z b OERFRIEMEREY N v 2 X (ZEEA)

[B24-16]1=MEMI 1 TERR L7z F OBEFREBEMEARE~ N v o X (ZEEAN)

o]



WO 2016/143826 12 PCT/JP2016/057420

[0012]

[E4-171ERfF 1 TERKR L7z b OEBEFRIEMER< M) v O R (ZEEA)
[EZ4-18]1EHERI 1 TERR L7z OB FRREMAE Y MY v o X (HERA)
[E4-191EHERFI 1 TYER L7z NDOEBGEFRREMBAE MY v IR (ZHERA)
[E4-20]1=mH 1 THERK L7zt N DEBELFRIRMER~ ) v 2R (ZEEEA)
[K5]IARERRGITHER L/-rmmEMBESIEFHES A
[EI6]A : ZHEEMAI A HIFMEEA~DME T 2 T2, B : ZEEHIEAE N R
MRREAMETEL & ETRTHER.
[E7]t bR ASESNERICHIE TE AL & 2R R,
[B18]1kt b AT ZREMBMEIESHHRICOHETE LI EETTRESR
[E9]Zaett et R A AT EFHARE - AFMIRRIC L TE A 2RISR
[E10]% gEtE s MRa A& MBS HERE - MMARMIBRIC D E TE A Z & AR TR,
[E11]ZeEEaMEIREMEEICETE L AR THRE
RPZERT B HDFRE

(ANFEADZ Rt HEfE = FRrE D MBI~ ME T 5 A %K)

AFBAOZEMRMEEMEOMEE~S T 2HE (LR, TAHEBEOD
HiEl EMTBEEDHSZ) &, AEMRBI1 TENR L2t b OEEGRFHIRE
B~ hY) vy o2 (FBEE177)) (CEEEHOER - 355 - e (E#E) ounwFhs
1 EDOMBEEICOEIE 28O0, MEOMBREANDSICHELERER
FRIFGEERTFHI T EZEMRMIBICEAT I &5/ 8 ET 5, T
ICERBRY %,
BB, ABPMED NEET] S, ZAEORKEEIEIT TR, ThEERT
SIEHH (RidEVRH) XIFHEME (REF7rFEyAH) QD& —KHE
. BRIR. BIREEH. I SIS, FICEKRLAEWERY, DNA, RNA . mRNA, cDNA
E528L,
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[0013]

[0014]

[0015]

AFEBOHETIE., FEOHBEICBELTILUED zEEZET I3 ICR
TR v OZLLDLALCEE 1 EOEDEEERTA4EIRT 2T ; 8L
. IR AK & 1 BOEDEERFE=I— RT3, mRNAXIGSY >V
INOE, FREENLITANTEZZREMRMAICEA LB ITRE
OHREZHKRT 5TREZZ0,

B, BRI S EDHMEEICHE S 2 OICHERIREIL,
T 5HIC. IDEERTEEAT LT TR, HEOWIE {fl. FEDIRIE
T BERHT) TOEESE) 28ATHERL,

T 5T, ARIPFOFEIF, FMHUIFARBNIC, H3IRITRM) v IR
DoV ED 1TBOBDESERTF (BER) 2BRIBZIRE; BL. AIE
DR EBHTRROABDEERFAI— RT3 mRNAXGESY /0 E
TR TOMAESREMRERICEA LZEERRERX IR EOHBEE &
EHTD2ITRESEATEHERVL, T LI, ARPOF XL, GsERFOHRIER%E
WOPEIHEDIEHAETHY., BERAFEGLCFEZ/ v ITIMIEDZILEDE
TZE5%, BRERTORREZRBILIETDIN. HHEWE/ v I T I T D=8IC
AEOEFXF LWAHENMFIARRETHY. HlAIE. RNA I T, E8YRY
1 L, HEEMNEAMEZ. BAUFENRAZESERE. A FILb. FEFans
DEBDHEAEDLEDLEIFLN S,

(z{8)

AFEBAOBE A4 ICEEHE L2 z @1k, FIAIE. STHR TSci Rep 1, 167 (2011) ]
ICEBEND TEER (1) ICE>TRET BIENTES,

z=(xset-xall) X « nset/SDall (1)

XA, xs et FBEETFOBEOH T7tzy NOFHREELTHY., xa
| 1 IZ2EGETFOEARIREZLTHY., nsetiZEETFEY O A XT
HY., SDa |l | FREEFILSITL2RELLOELERETH S, xa l |
. B LEAREINCEGTTFOR &6 TAHEINCETFOR. Tk
IF&H LAFEINCEETE TAFEINAEBGFEOMMETSEIES
AIEETH D, ZDFEFIFHK1 00, K500, #H1, 000, H2, 500
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[0016]

[0017]

[0018]

. ¥4, 000, 5, 000, 96, OO0, #7, 500, 10, O
OO0ICFELWLA, FLEIIFZEFIULE LLIFETNUTOREET S & HE8E
THhd, nsetid10, 25, 40, 50, 60, 75, 100, 250
. 500%F7Ix1, OOCO0EEFULEICAYIES,

ESLT EEIZEBOEGEERFOEZELWHEIEZT MY v 7 A0 5IBIRATEE
THY., FIAEFE1T. 2, 3. 4. 5, 6, 7. 8, 9, 10, 11, 12,
13. 14, 1656, 16, 17, 18, 19, 20, 25, FkiF*TnhlL
DEBERFZBIRLTERITSIEEAEETH D, D &H 1 EOIEDE
BRFIF. FEOHMBIEICEALTIU LD z{EZET I ENTFE LV, &
H. TOMDEDEERTFIF., SUEXIEIRED zEE2ET 52 &HAHE
THd, EQOFEERTF. FLIEZTNODEBEOFHYTIE, zEIZOR L, Fi
1., 2, 3. 4, 6, 6, 7, 8, 9, 10, 11, 12, 13, 14,
15, 16, 17, 18, 19, 20, 25, 30, 40, 50U EETS
ZEMNTED,

DK EH 1 FEOEDEGEERTI. FEOHBEICELT-3LUTDzE
EEITDENTELY, TOMODEDEIHRERTIE— 3 LUTXIELA ED z &
BT DHIENARETHD. BDOEERT. FLEFENSDOEOFEHAD z B
&0 Rim., Fkld—1, — 2, -3, —4, -5, —6, —7, —8, —9
.—10, —11, —12, —13, —14, —15, —20, —25, —
30, —40, —50UT&EFTBIELBERETH D,

(BEERF)

AFHBPOAETHERT 2EHBERFOFREIL. FICREI QWA FIZIE
. B8, &mRNAs, & VISV BEEEZRIRT DI ENTEINMFICREI I
(Y8

XI5, BRERTF A2 LREMBRMRICEAT S LHODONRT S —Ik. FICRE
TINABWD. FIRIE VANART S — FIZEEZTADAINANRT 5 —
EITBIEETED, F/o. EKNRNASD Y VRV BEEESGTF / NFH T
v DIRY — L4 exosomeZFLFEA L CHEERTF =S EMEMRICEAT S &
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BNTED,
MAT. ABMETHER T 2HBERFIZ. LTEHRT DI ENTES,

DLX3 (distal-less homeobox 3) . NEUROG3 (neurogenin 3) . NEUROG2 (n
eurogenin 2) . NEUROGT (neurogenin 1) . ASCL1 (achaete-scute family b
HLH transcription factor 1) . NEUROD1 (neurogenic differentiation 1)
. YY1 (YY1 transcription factor) . SOX11 (SRY (sex determining region
Y)-box 11) . GLIS2 (GLIS family zinc finger 2) . PDX1 (pancreatic an
d duodenal homeobox 1) . E2F6 (E2F transcription factor 6) . S0X2 (SR
Y (sex determining region Y)-box 2) . CDX2 (caudal type homeobox 2)

. DLX4 (distal-less homeobox 4) . NANOG (Nanog homeobox) . MXI1 (MAX
interactor 1, dimerization protein) . RNF2 (ring finger protein 2) .
NEUROD2 (neurogenic differentiation 2) . ASCL2 (achaete-scute family
bHLH transcription factor 2) . SREBF2 (sterol regulatory element bind
ing transcription factor 2) . SOX15 (SRY (sex determining region Y)-b
ox 15) . FOXA2 (forkhead box A2) . FOXA1 (forkhead box A1) . TBX3 (T-
box 3) . ARNT2 (aryl-hydrocarbon receptor nuclear translocator 2) . P
ITX2 (paired-like homeodomain 2) . PRDM1 (PR domain containing 1, wit
h ZNF domain) . TCF4 (transcription factor 4) . NFIB (nuclear factor
I/B) . ZNF281 (zinc finger protein 281) . TBX2 (T-box 2) . NR2F2 (nuc
lear receptor subfamily 2, group F, member 2) . NFIC {nuclear factor
I/C (CCAAT-binding transcription factor)} . NRF1 (nuclear respiratory
factor 1) . HOXA2 (homeobox A2) . TBX56 (T-box 5) . ZIC1 (Zic family
member 1) . HEY1 (hes-related family bHLH transcription factor with Y
RPW motif 1) . CTCF {CCCTC-binding factor (zinc finger protein)} . HE
S1 (hes family bHLH transcription factor 1) . TFAP2C {transcription f
actor AP-2 gamma (activating enhancer binding protein 2 gamma)} . MYO
D1 (myogenic differentiation 1) . SALL4 (spalt-like transcription fac

tor 4) . TP73 (tumor protein p73) . TFE3 (transcription factor bindin
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g to IGHM enhancer 3) . FOXP1 (forkhead box P1) . FOS (FBJ murine ost
eosarcoma viral oncogene homolog) . IRF4 (interferon regulatory facto
r 4) . GATA3 (GATA binding protein 3) . JUNB (jun B proto—oncogene)
. ESX1 (ESX homeobox 1) . TGIF1 (TGFB-induced factor homeobox 1) . MA
B21L3 (mab—21-like 3) . DLX6 (distal-less homeobox 6) . IRF5 (interfe
ron regulatory factor 5) . HSF1 (heat shock transcription factor 1)
. JUN (jun proto-oncogene) . FOSL1 (FOS-like antigen 1) . CTCFL {CCCT
C-binding factor (zinc finger protein)-Llike} . FOSL2 (FOS-like antige
n 2) . FOXG1 (forkhead box G1) . THAP11 (THAP domain containing 11)
. CUX1 (cut-like homeobox 1) . ESRRB (estrogen-related receptor beta
) . HNF4A (hepatocyte nuclear factor 4, alpha) . HNF1A (HNF1 homeobox
A) NKX2-5 (NK2 homeobox 5) . KLF9 (Kruppel-like factor 9) . TFAP4 {t
ranscription factor AP-4 (activating enhancer binding protein 4)} . E
RG (v-ets avian erythroblastosis virus E26 oncogene homolog) . KLF3 (
Kruppel-like factor 3) . MKRN1 (makorin ring finger protein 1) . OLIG
2 (oligodendrocyte lineage transcription factor 2) . ELF5 {E74-like f
actor 5 (ets domain transcription factor)} . HOXA9 (homeobox A9) . NK
X2-1 (NK2 homeobox 1) . GRHL2 {grainyhead-like 2 (Drosophila)} . USF2
(upstream transcription factor 2, c—fos interacting) . KLF4 {Kruppel
-like factor 4 (gut)} . ELF1 {E74-like factor 1 (ets domain transcrip
tion factor)} . CEBPB {CCAAT/enhancer binding protein (C/EBP), beta}
. ETS1 (v-ets avian erythroblastosis virus E26 oncogene homolog 1) .
ETS2 (v-ets avian erythroblastosis virus E26 oncogene homolog 2) . SP
I1 (Spi-1 proto-oncogene) . IRF1 (interferon regulatory factor 1) . I
RF2 (interferon regulatory factor 2) . DMRT1 (doublesex and mab-3 rel
ated transcription factor 1) . GLI1 (GLI family zinc finger 1) . SPIC
{Spi-C transcription factor (Spi-1/PU.1 related)} . RUNX3 (runt-rela
ted transcription factor 3) . GATA2 (GATA binding protein 2) . MEF2C
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(myocyte enhancer factor 2C) . FOXL2 (forkhead box L2) ., FBX015 (F-b
ox protein 15) . HHEX (hematopoietically expressed homeobox) . SMAD7
(SMAD family member 7) . MEIS2 (Meis homeobox 2) . ARID3A {AT rich i
nteractive domain 3A (BRIGHT-Llike)} . WRNIP1 (Werner helicase interac
ting protein 1) . PPARG (peroxisome proliferator-activated receptor g
amma) . PTF1A (pancreas specific transcription factor, 1a) . RFX2 {re
gulatory factor X, 2 (influences HLA class II expression)} . EOMES (e
omesodermin) . TFCP2L1 (transcription factor CP2-like 1) . ZNF274 (zi
nc finger protein 274) . EGR1 (early growth response 1) . LHX2 (LIM h
omeobox 2) . TFAP2A {transcription factor AP-2 alpha (activating enha
ncer binding protein 2 alpha)} . OTX1 (orthodenticle homeobox 1) , OV
0L2 (ovo-like zinc finger 2) . E2F4 (E2F transcription factor 4, pl107
/p130-binding) . RUVBL2 (RuvB-like AAA ATPase 2) . SMARCA4 (SWI/SNF r
elated, matrix associated, actin dependent regulator of chromatin, su
bfamily a, member 4) . GTF2F1 (general transcription factor IIF, poly
peptide 1, 74kDa) . GBX2 (gastrulation brain homeobox 2) . ID1 (inhib
itor of DNA binding 1, dominant negative helix—loop-helix protein) .
PLXNB3 (plexin B3) . MYC (v-myc avian myelocytomatosis viral oncogene
homolog) . ATF2 (activating transcription factor 2) . CDYL2 (chromod
omain protein, Y-like 2) . ZBTB45 (zinc finger and BTB domain contain
ing 45) . RSPO1 (R-spondin 1) . STAT5A (signal transducer and activat
or of transcription bA) . LMO1 {LIM domain only 1 (rhombotin 1)} . SM
ARCB1 (SWI/SNF related, matrix associated, actin dependent regulator
of chromatin, subfamily b, member 1) . GADD45A (growth arrest and DNA
—damage—inducible, alpha) . SETDB1 (SET domain, bifurcated 1) . SRSF6
(serine/arginine-rich splicing factor 6) . ZFAND3 (zinc finger, AN1-
type domain 3) . IRF3 (interferon regulatory factor 3) . KAT8 {K(lysi

ne) acetyltransferase 8} . ZSCAN4 (zinc finger and SCAN domain contai
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ning 4) . CRY1 {cryptochrome 1 (photolyase-Llike)} . SIN3A (SIN3 trans
cription regulator family member A) . LM02 {LIM domain only 2 (rhombo
tin-like 1)} . NFYB (nuclear transcription factor Y, beta) . L3MBTL2
{L(3)mbt-Like 2 (Drosophila)} . TP53 (tumor protein p53) . RHOXF2 (R
hox homeobox family, member 2) . RFX5 {regulatory factor X, 5 (influe
nces HLA class II)., EGFLAM (EGF-like, fibronectin type III and lamini
n G domains) . NELFE (negative elongation factor complex member E) .
XRCC4 (X-ray repair complementing defective repair in Chinese hamster
cells 4) . ZFP57 (ZFP57 zinc finger protein) . SAP30 (Sin3A-associat
ed protein, 30kDa) . Emerald (A virant form of green fluorescence pro
tein [GFP]). BCL6 (B-cell CLL/lymphoma 6) . RXRA (retinoid X receptor
, alpha) . STAT3 {signal transducer and activator of transcription 3
(acute—phase response factor)} . ELL2 (elongation factor, RNA polymer
ase II, 2) . TRPV2 (transient receptor potential cation channel, subf
amily V, member 2) . HOXC9 (homeobox C9) . RARA (retinoic acid recept
or, alpha) . ZNF263 (zinc finger protein 263) . SMAD5 (SMAD family me
mber 5) . SUB1 {SUB1 homolog (S. cerevisiae)} . SUZ12 (SUZ12 polycomb
repressive complex 2 subunit) . JAG! (jagged 1) . ATF3 (activating t
ranscription factor 3) . ATF1 (activating transcription factor 1) . F
LI1T (FLi-1 proto-oncogene, ETS transcription factor) . ETV5 (ets vari
ant 5) . KDM5A {lysine (K)-specific demethylase 5A} . NELFA (negative
elongation factor complex member A) . TCF23 (transcription factor 23
) . ZINF646 (zinc finger protein 646) . SIX5 (SIX homeobox 5) . MYBL2
(v—myb avian myeloblastosis viral oncogene homolog-like 2) . PAX6 (p
aired box 6) . SMAD2 (SMAD family member 2) . SOX9 {SRY (sex determin
ing region Y)-box 9} . STRA13 (stimulated by retinoic acid 13) . TBX6
(T-box 6) . SMAD1 (SMAD family member 1) . FOXH1 (forkhead box H1)
. 0TX2 (orthodenticle homeobox 2) ., TGIF (TGFB induced factor homeobo
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[0019]

[0020]

[0021]

[0022]

x 1), MEIS1 (Meis homeobox 1) .

(Z et HERR)

AFBPBOAETHERT 2LEMHMBIE. HIAEABRRKRTHY., FIC. Bk
EEMMFE LW, AIZEE. E NESHERE. E i PSHIME. F&iE. chs
DIERDHAEHLETHY ., FICREINT, HEECHRE BROBBEHE
. EEOMBMIFMAE. X SIICIXMBCREICHET 2H 5w SEEOMEE
=X
(BERFEEFDEAE SHAEHK)

AFEAOHFEDIRICSVWT, BERTELTEZHMERMBICEATS
FiE. BRANOBEEEERIZIENTE. BIRESIN AW, FF
L<Iid, EATEBEFAEENICE NESHIRES / LAICHAATN B LD A
T#H & LT, WoltjenSHYBEFE L /=PiggyBac b 5 > X Rt — X EREEZ5 (PB
BiF)) ICEeE AR Hty b (BEBXXHE : Nature 458:766-770, 2009.) %
FRIDIENTED, ZRIRHEY FTE., BFRE DY FE2EATS
TET. DERLEGFHEABREA L FNESHIEKEZBIITESSR (BR: X1
) TH>,

(FTEDHMREAFEET 5 HK)

AFRFOREDIRICEWVWT, FIEOHMREEAGFE YT 5 AZEIE. BELA
DHEEZFERTZIENTE, FIREINGWD, FE LI BES/
LADBEFHEAFDEWT v N T N7 ) —BEFREFREZEE LT W
arren, RossiHBEF L /=& MMRNAZ WS BIRFHRIRZE (SRR - Cell
Stem Cell 7:618-630, 2010.) ZER L. IERFEMLEFEMMRNAZTIER
<bE NZREMBHEBICEALDMEFETZHE (BR:K2) 2FEHAT 2,
(B bDOEGTRIRMBEA< NI v 2 ZOFATEE)

AFBPEELSIE, $TICIVRADOEBEFRIRERA< M) v 2 R &E/KL T,
BEERFORRFEICEL > TR MRS EOFEMEE DY OERETT
MTEDZZEEBRBLTWVWS, LAL., BEhETo20MBEOMMEIK. AL
HEIETHE2DN., REIKEADZRDPIHDIEDHMONTWVWS, I 5T AFE
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[0023]

BAE Sk, SE. b NSRRI & MNEERFOHEAEDEERWVWT,
il NOBGFRIEBEN) v O REER L, KRB THNO TR
ENDIOE MELFRIEERBT M) vy IR EBRREQR>TWETY RER
TRIEMEET N Y IR ELERTZIET, IUREE NTIE. FREOHMAR
BORMICHEBEREGERTFRUEERTFOHAEHLENFEILYUKRETCER
S EWMTICE MAREIR T Y AMREKLY DMEREDNSRENC E AR L TWDS

MA T, AFRPOE NOBGFRIFEEYN IV IR (BR: K3, 4)
Tld. YO XOEGETFREEE~Y N v I A TIIEBEDOGWFREDERE - #8
- MEtEEhTWw,

AFEPBEOPHEFELT - ERLAEGFRIEEAET N v O X TE, ZEDN
—ELEDME (By bA 7B, BIZIEX, 7RLE) Z2RTEHEBERFRT . XIEZ
BEAN LA SEULEDERERFZZEIRL T, HEAEBOLREMERMERICEAT
NI, FIEOMRREICEE T DI ENTEDS, FIZIEE. UTEHIRT 5,

ATEDOMAEE S LTEREEHICDIET 5010, B TRIEHEEA< N v o
ADEHD 1 1 LU EDEERTFDOHRMN S, Myodl. Mef2c X UEsx1%:8IR L T,
T RAESHIRBICENENEIMTEALLE S, BBBICbELIZZ &%
L TW5B,

FREEDMEE & L CAFMRRICOE T 272oiC, B FTHRIRMERA< N v o
ZDLEHN 1 OLL EDEEERFDH M S, Hnfda, Foxal, Gata2xUfGata3% &
RULT, vORESHREICZh ThBEMRTEALLEZ S, FFMERICOETE
el & &R L TWDS,

FTEEDHREl & L COIKMERICH1E T 2701, ERFRIEEEYN) v
O ZDUEN 1 5 U LEDEBRFOHAHN S, Sfpil, ELF1, ELF5, Myc, Irf2f
VEts1ZBIRL T, ¥V AESHIBEICENTNEMTEALLE A MEKHA
FRICOHMETE R &R L TWS,

FRrEDMAEE & L CHRMARIC b T 2720IC. BERETRIEMEE< L) v
D ZDLED 1 2 A EDEERFDOHFMN S, Ascll, Smad7, Nr2fl, Sox11, Dm
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[0024]

rtl. Sox9, FoxglKRUSox2%ER L T, ¥ AESHIREICENETNEIRTEA
L&l s, #HZHMRICOMETI LI EZHEALTWDS,

AEREFTIE, BRFRIEEEYN) v 7 XOHEN 8 L EDEERF TH
ZNEUROD1. NEUROD2, NEUROG2R TFNEUROG3% b= k FEMEEMMAARICEA L& T
5. HRMEICOIETE LRI & E2EELTWS,

AEFEBFITIE. NEURODT (BEMESIE L CIEERIES 1. 4 /0 &R &
L TIdE25&ES2) . NEUROD2 (GEEBRFI& L CTIREZFIFES 3. 4 /U &l
Fl& L TIRECSIES 4 ) . NEUROGT (REEZYIE& L TIFBECHIEFESS. 9 >/3)
BHEcd) & L TIEERSES 6) . NEUROG2 (EBEBS & L TEEINES 7. 9>
IO EREH & L TEEEFIES 8) K UNEUROG3 (IBEBEZF & L TILEESIES 9
AR UERSE L TIRESES10) 28 MEMBRMREICEALLES
3. EBMEICOIETIAI EZ2HEELTWS,

AEREFITIE, TGIF (homeobox protein TGIF1 isoform a~eDWLWFNTH
Lt BEBH E L TREENEST1 1. §F /08B & L TIEIES
1 2AZ(F5n23) . TCF4 (transcription factor 4 isoform a~ndDWE'h
THIWA, BEERIE LTRENES1 3. 4 /&S & L TIXERT
BE14HEIFS5NSB) . PITX2 (pituitary homeobox 2 isoform a~c@d\L
TNTHLWA, IBEBIE LTRENES15. 4/ 78EHME L TR
BLFES 1 6 A’ F 5N 3) . SALLA (sal-like protein 4 isoform 1~2®
WIFhTH WA, BEBRIE LTIEREIEFES1 7. Y/ 0EBRIE LT
ITECFIES 1 8T LN D) RUMEIST (BEEEIIE L TIFEIIES1 9.
IRV EERIE L TLERIBFES 2 OB FLNE) OnwFhh1ll sz
MEEMERMRRICEA L E B, BTHERE (AFEHR) ICoETE /e &%
RLTWD, b, ¥ AESHIBE TOFMREA~DMETER L EERF (H
nfd4a, Foxal) &IXE>7<KEMQS,

AERMBITIE, CDYL2 (BEBIIE LTIRENES2 1. 4 v/ JHEREHI &
L CIEERANEFST2 2HhZFF 5N 5) . ETS2 (transcriptional regulator ERG

isoform 1~7OWVWFNTH L WA, BEERIE L TREHNES2 3, ¥/
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[0025]

[0026]

VEEEF & L TIEERFIES 2 4 A %FF 51 3) . SPIT (transcription facto
r PU.1 isoform 1~20WTNTH LW, EBREIIE L TIENES25.
YN ERIE L TIEIES 2 6 B’ZEIFS5N D) . 0V0L2 (transcriptio
n factor Ovo-like 2 isoform 1~2DWIFNTHLWA, BEBEFI & LTI
BANES2 7. Y/ EREIE LTIEINES2 8HETFLNS) . CDX2

(BEEI & LTREINES29. 4/ 3VEmIE L THIERTIES I3 0H
2E(FS5h D) . CEBPB (CCAAT/enhancer-binding protein beta isoform a~c
DOWVWITNTH LWA, BERIIE LTFEMNESI 1. ¥/ 37EEIE L
TIIREBIES S 2HFEFO5N D) OVWThdh 1 E%E e NIEMERMEREICEA
L& 5, MEME (A, SMeEERE) (oMb TE R &E2MERLT
Wb,

AERBITIE, SOX9 (BEEII & L TIFEENES 3 3. ¥ /U EBRII&
LTIRENES I 4DEIFOND) 2 NIEMEHERICEALLEI S, B,
BHEICOMETELZ EEZHELTWS,

PLEIC &Y., AFEBOE MEETFRIRHERE~ M) v 7 ICHEWT, ZEHN 6
PlE (&, 7RAE. 8 E, 9BLE, TORE T TE, 1T2RE) %
RNYEERTFRUC/ XIFHEOTWEIC LA 3E (i, 41@E. 5@E. 61E.
7@, 8M&. 9fE. 1 0ME) DEBERTFZERL T, MM, LWVWLIF, =D
DUEDETEBERFEMHAASHLE T, £ FZEMFHMRBICEAT NIE FrEOHM
FREICEEET 2 ENTES, UTICEHHNOEXEROAEETRT,
(tEHRE~ 21T 2 75%)

AFAOMFMAE (RIS, BBIEM. M, ME. 26, KRR, HKRT
BF. BUBRAUEFRZE. RFEZE. MRHkis. B, BIRKE. a6, KEIK
R T#&. FRIEZE. IFRZE. BEICHFEEL TWSHE) oabBEE. UF
DEYTH S,

BERAX : B4 — 1 (Fetal braine) ICEBEDEERFHALHBIRINSEMR
BRWLIE. 2RIEDERERTFEZ E M SEEMBRMBICEAT S, I LI, &
ZICIH LT, TNUADOBGFRREEB M) v I XICEHD 1 L EOHRE
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FF&RBFIC., & b ZEEMESMRICEAT 2,

INEEB : B4 — 1 (Cerebellum Peduncles) ICSEEDEERTFM» HIBIR X
No8EM, WLIE, 2R EOEERFZE MSREHRMRICEAT S, X
5. MBI LT, INUADOEERFRIBERE~ MY v 7 XICEHD 1 LA
FOEBEERTAERBIC. b N ZEEERMERICEAT S,

INEE : 4 — 1 (Cerebellum) (ICEEEDERERFTMNLBIRIND B, A
WLIk. 2L EDERERT% E M ZEEMBMEICEAT S, T 5IC. BEIC
LT, TNUAOEGRFRIEEE~Y MY v o XICESHD 1 L EDERERTF
ZRFIC. £ M ZREMRMERICEAT 5,

2% : B4 —2 (Whole Brain) (CEEBMODEERFHNSBRINDSEM, &
WLk, 2L EDERERFZE M SEERMRRICEAT S, T HIC. BEIC
BUT. ThUADOEGEFRIEBEEY N v O XICEEHD 1 L EOEERTF
ZEFIC. £ b ZEEEHMRICEAT S,

BX$RER : B4 — 2 (Brain_Thalamus) ICEEEDEERTHNHBIRINDE
W, BWLIE. 2 EDEERTAE S SEEMRMBICEAT S, I 5IC.
HEICH U T, CNUADOEETFRIEBEREAT N v I XICEHED 1 L EDE
ERT4REFIC. £ MZEEMSMRICEAT 5,

fRERTER : B4 — 2 (Hypothalamus) ICEEEDEER TN SHBERINDE
W, BWLIE, 2L EOBEERTAE N SREMRMBICEAYT S, I 5IC,
BEICH LT, TNLUADOEEFREMAETNY v I XICEHEHOD 1 L EDER
ERT4ARFIC. £ MZEEMBMIEICEAT S,

BUCERIEFE : M4 — 2 (Prefrontal Cortex) ICERERDEERFH OFIR
TNDHHEM LWL, 2 EOEERTFZE M ZEMBRMBICEAT S,
THIC, MBI LT, TNUADERTFRIEERE~Y MY v o XICEHEHD 1
MU tDEERT % RFIC. & b ZEEMRMRICEAT 2,

REEZE : BJ4 — 3 (Occipital Lobe) ICEEHEIDEERFHNSEIRINSE
W, WLk, 2ULEOEBEERFT 2L M ZEEMERMRICEAT S, I 51,
BEICH LT, TNLUADOEGFREARE YN v 7 RICEHEHD 1 L EDER






