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OM-D5 CM-
14 OM-A8 25  130rpm
sp. OM-E81 40
OM-F6 sp. OM-H10 g ml HPLC
6-9
300g L Ca(NO3)2 4H200.5g NapHPO4 12H20
29 5¢ 15g 30ml 300ml
E & ¥ & &K H
Liata OH I1H 2H 3H 6H 9H 128
OM-F11 20 18 12 4 0 0 0
OM-D5 20 18 15 7 2 9] 0
CM-14 20 19 t5 8 2 0 0
OM-A8 20 20 18 13 6 0 0
OM-E81 20 18 16 11 5 0 D
OM-F6 20 20 17 1z 4 0 0
OM-H10 20 20 16 8 2 0 0
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Sphingebacierium spivitivorum

‘_{ Weeksella virosa

Weeksella zo0helcinm

994 94.7 I — Cyiaphaga lofercula
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_0.015 Bacillus stearothermophilus
Bacillus smithii

Bacillus sphoericus

_[—-'**v—— Bacillus lentus

Bacillus megaterium

Bacitlus swbtilis
Bacillus licheniformis

Bacillus insoliius
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Bactllus amyploliguefaciens
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EOM-FG
B2.1 Bacillus pumilus
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Bacillus alcatophilus
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Escherichia coli
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Escherichia coli
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