19) (12) (X))

(43) 15 18 (2003.3.18)
(51)Int.Cl. « )
C12N 15/09 ZNA C12Q 1/48 Z 4B024
C12Q 1/48 1/68 A 4B063
1/68 GOIN 33/10
GOIN 33/10 C12N 15/00 ZNA A
4
(1) 2001 273689( 2001 273689) | (71) 501145295
22) 13 10 (2001.9.10) 12
(71) 000195568
40
(71) 399008302
4227 10
(74) 100074077
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10

20

30



(6)
9 10

KO B AB

e
3

Bl B7 B18 B43

#AAE = & (kbr) 0.7 0. 0.5 0.5 1.0 0.9

ayedl -

tEBITFh -

[P i) -

+ |+ |+ |+

BEIED —

56397 —

FRehl +

ELODH —

HAhE +

o S e o N o S N o b
|
|
|
|

Te-2iFE -

+ |+

H 45 —

|
|
+ |+ |+

= —

+ |+
|
+ |+
|

DRAHT T —

oS —

2ol L —

+ |+
+ |+

YT +

HFOR — —

+ |+ |+ |+

Hox - —

EVnbOdisy —+ + — — —

20 B - - 1+ - - -

b - + | - - - +

30




11

7)

12

KOsl A B

E22

E30

F6

G4

G28

Bl f= & (kbp)

1.9

0.8

1.2

0.9

0.4

ol kil

tEBITFh

[P i)

BEIED

56397

XRAEAU

+ |+ |+

ELODH

HAhE

Te-2iFE

+ |+

+ |+ [+

H 3=

=

DRAHT T

s ESE

2ol L

+ |+ |+

NI T

O K

Hox

EVnbOdisy

£29 I

hEiz

30
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(8)

14

KO B JB M2CG M1l P3 P5 Q16
#AAE = & (kbr) 0.9 .2 0.7 0.5 0.4 0.6
GRA D) + + + + + +
tEBER + + + - + +
E/EAY + ~ + + + +
bElEb + — + — + +
55397 + + - + — +
XReEHY + - + + + +
ELOYD + + - + - —
xE + + + - + +
TroiEEh + + ~ - — +
F A + + - + — —
P =i % - — + — — +
ORLHuw + - + _ _ _
S e i + + + + + -
FoL + — - + + —
Y SE + + + + + -
MO + - + + — -
Aok + + - + ~ —
HNHOPEY + + + + — -
£29 I + — + + — —
hEiF + + — + — —

30




15

(9)

KOsl A B

513

T8

T16

WK9

Bl f= & (kbp)

1.8

0.9

1.6

ayedl

tEBITFh

[P i)

BEIED

56397

XRAEHY

ELODH

+ |+ |+

HAhE

e e R Ea

Te-2iFE

+

[ H A

=

DRAHT T

s ESE

2ol L

+ |+ |+

N YT

O K

o S e

Hox

EVnbOdisy

£29 I

hEiz

o S i o e o E B

+ |+ |+ ||
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21 22

¥i7kta x| jtagxg tagxe; t

10

A= e _ ... 2
TRRBE=Z [y;~Uctayx) ragxg Tagug s Tapxp )]

20
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40

50
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(13)
23 24

Tritirachium album

10
20 1]
Taq polymerase
H
]

H H

30 M M
1]
¥
H
g

40 M

50



(14)

25 26
10
F k=4, 185+0. B53 X AB+L. 068 X AT+1. 746 XM11+1. 42 X§13
-1.27 X T16-0. 355 X ¥K9+1. 81 X J6 (1)
20

A £ AT B T4 v —OEE

| Fo o | F10 F1L | AG|AT|M | S| T |WK|J6

1113]16] 9

Azl 10 | L0y | 1.32 0.37 - + 1+ - 1= = |t
BEBIER g | L0l | L2l 0.88 |- + |+ |- |- [+ |+
2131 8 | 0.53 | 1.3 * -+t =11
bl § | % * * O T T
556397 7 |- 0,09 0.98 * -+ -+ |+ |+ |+
13Eh] 8§ | 0.87 | 0.55 .21+ |+ [+ - |+t [+ |+
LR § | 0.3% | 114 0.18 |- |+ |-+ |- 1+ |+
bt g * #* * + |+ + - - 1 |+
frolkdh 6 | 017 | 018 | -0.82 |= |+ |— | |= = |+
H A< 6 | 000 | 0.00 O i i i i R i s
$aik 7 | 050 | 0.60 .16 |= |+ [+ - |- - |-
afdney 8 * * *® -+ |+ - |- |+ |+
ntrffy 6 * #* * — + =+
FoLL | 8 * * * St R S S e £ i .
nyyE 8 | 0.66 | 0.95 0.42 |+ + - |+ - |+
HD 5 |-0.26 |-0.13 | -0.94 |- — |- |- |+ |+ |+
Ao 4 * * .39 |- - |- | |+ H |+
huebop) 8 * * * + + 1+ - |+ 1+ |
B OIE 6 * * sk N R (VU N W A
hiit 5 * * * -+ - -+ + |+

50




3]
Tagpolymerase
H H

(15)

27
M
10 ( )
20
M M
30
M H
H
u
v
40
=0, 777-0. 350 X B1-0. 288 X F6+0. 135 X G28+0. 519 X Ph
—0. 215 XTl6

50

(23

28



(16)

29 30
BRERERRE PCRCAWEZ S A ~—OREERVEN
SEREL0 FERRLL B1 F& | G28 |P5 T16 HEREME
okl | 132 0.37 | — — + + — 1.43
UEBFR | L2l 0.68 | — — + + — 1.43
A= ¥ + — — + — 0. 94
& 05397 0. 98 # — — + — + 0. 70
FReHY | 0.55 o.21 |+ — + + + 0. 86
BLokd | 114 0.18 | — — + — — 0. 91
FooiEEiv | 0.18 |-0.62 | + + + — + 0. 05
H Z=iE 0. 00 0.00 | + + — — — 0.13
HH=%F | 060 0.15 | — — — — — 0. 78
SNV L 0. 95 0.42 | + — — + + 0,72
% -0.13 | -0.94 | + — — — + 0. 20
H D3 * -0.39 | + + — — + 0. 09
M
M
1]
30
Ta
q polymerase g 40
M
g M

M

frH=0. 745-0. 501 X B1-0. 2181 X F6+0. 1273 X G28-0. 1454 xM11

+0. 6 XPh

(= 3)

50



(17)

31 32
BREMEORE PCRTCRWE TS A = — O
ErE 9 [EREI0 B1 F& c28 P5 M1l
av ekl 1.09 1.22 — - + + +
UL BiFER .01 | L2l - — + + +
A=) 0.53 | 1.35 + - — + +
& 05397 -0, 09 0,98 — — + _ _
FRULAY 0. 87 0.55 + - + + +
ELDhd 0. 39 1. 14 — - + _ _
TeoiEEI 0.17 0.18 + + + — —
H Z=iE 0. 0D 0. 00 + + — —
H=F 0. 50 0. 60 — - — — +
SNV L 0. 86 0,95 + - + +
BRI -0.25 | -0.13 + — — — —
20 U
1
30
40
H
1]
1]

£ =1, 093-0. 0858 X B43-0. 197 X G4+0. 235 X622 +0. 0391 X M2C6
+0.100 X P5 (4}

50




(18)

33 34
eI E DR R PCRTERWET S A ~v—OFEE

EREL0 [TERELL B43 G4 622 M2CG P5
ol el 1. 44 1. 50 + — + — +
& BER 1.39 1.70 + — + + +
(A )] 1. 48 — — — + + +
% 55397 1.17 — — + + + —
FRbAY 1.19 1. 23 — — — — +
ELGhd 1.35 1. 43 — — — + —
TeoiFEH 1.07 1.21 + — — + —
H ZE .01 1. 15 + — — + —
=% 1.26 1. 45 + — + — —
SN 1. 15 1. 42 + — — + +
B 1. 10 1. 08 — — — — —
A OX 1.05 1. 01 — — — + —

20

M
M
1
30
40
1]
1] 50




(19)

35 36
y=2. 246+0. 632 X WKB+0. 514 X E30-0. 703 X AG+1. 011 X M2C6
—0. 578 X S13+0. 386 X J6—0, 044 X G4+0. 38 XF§ (X5)
Lo PCRCHWETS 4 ~—DEE
iE & AB E30 | F& G4 J6 | M2CG | 813 | WKO
aikHl 2,63 | — — — + — — —
—h 2.8% | + + — + — — +
(ol 2.84 | 4+ + + + + — —
AL H .22 | + + — + — + — —
BAST 2.83 | + + + + + + —
c70 3.83 | — — + + + +
I Fr<=l | 3.36 | — — — — + —
=V .79 | + + + + + + +
F l— 2.87 | + — + + + + +
AT 3.24 | + + + + — + + +
7= 3.6 |+ |+ + |+ |+ |+ |+
RRAT A 3.85 | + + + + + +
P H G 2,92 | — — + - +
WAB450106 .65 | — + — + + + +
£ 3.22 | 4+ — — + + + —
30
V]
1]
40

50




37

y=2. 294-0, 739 X WK9-0. 73 X E30-0. 32 X A6-1. 84 X Bl

(20)

+1. 66 X313-0. 845 X J6+2. 68 XF§

(#86)

itk PCRTHWETS I A v~ OHEE
f%% | A6 |E30|F6 | Bl | J6 | WKD | 513
oy kAl 1. 45 i + = -
B 0. 94 + |ttt [+t - 1-
N 0. 56 SR e s & S s e S A A
ELIA L.27 T R
FAR A b | 0.60 St T S S i M A S A
TARY A 1.38 + - =] - |+
i I 0. 27 S N S S i A o A o O
FAR9611 0. 57 R e e
WITA7 0. 50 — -+ -1 -1-
AL R 0. 41 - -+ |- - |-
FAR450106 0. 54 + = |+ - |+
30
40
50 lymerase

Tag po



(21)

39
3 3
3 M
v
M 3
10
y=h. T1+1. 04 X OPB18-1. 17 X OPB1+2. 29 X OPM11+1. 17 X0OPT16
(H7)
20
Taq polymerase J J
H
3 H
H g
30
H
y
M
y
y
y
v
M 40

50



(22)
41 42
| Ak TG A e — O &R PR HIEZPCRT
HEE(E [J6 |WK® | A6 | AT [MI1 |S18 | Tie | @ HIE
AfE | 9,809 + — — + + — — aish
BEf |4.370 + + |- — — — + Ao
20
30
40
SEQUENCE  LISTING
<110>
<120>
<130> P131218K
<160> 92
<210> 1
<211> 30
<212> DNA

<213> Artificial Sequence

<400> 1




(23)
43 44
ccagctgaac gcctgtacta caagaattaa 30
<210> 2
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 2
ccagctgtac gtcttcccca gcgecggegg 30
<210> 3
<211> 21
<212> DNA
<213> Artificial Sequence
<400> 3
ccagctgtac gcctgtacta ¢ 21
<210> 4
<211> 22
<212> DNA
<213> Artificial Sequence
<400> 4
ccagctgtac gtcttcccca gc 22

<210> 5

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 5

tgcctcgcac cagaaatagt ataatcccaa 30
<210> 6

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 6

tgcctcgeac catgaggtgt ggccgagtac 30
<210> 7

<211> 19

<212> DNA

<213> Artificial Sequence
<400> 7

tgcctecgeac cagaaatag 19
<210> 8

<211> 16

<212> DNA

<213> Artificial Sequence

<400> 8

tgcctcgecac catgag 16
<210> 9

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 9



(24)

45
gtttcgctcc tacagtaatt aaggggctat
<210> 10
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 10
gtttcgctcc catgcaatct gcaaaagttt
<210> 11
<211> 25
<212> DNA
<213> Artificial Sequence
<400> 11
gtttcgctcc tacagtaatt aaggg
<210> 12
<211> 20
<212> DNA
<213> Artificial Sequence
<400> 12
gtttcgctce catgcaatct 20
<210> 13
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 13
caggtgtggg ttacaaggat gacccttggg
<210> 14
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 14
caggtgtggg ttcacggcct tgattaataa
<210> 15
<211> 22
<212> DNA
<213> Artificial Sequence
<400> 15

caggtgtggg ttacaaggat ga 22

<210> 16

<211> 17

<212> DNA

<213> Artificial Sequence
<400> 16

caggtgtggg ttcacgg 17
<210> 17

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 17

ccacagcagt gcttcatgtc atgtagaata

46
30

30

30

30

30



(25)

47
<210> 18
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 18
ccacagcagt tcaaatacac caggaatttc
<210> 19
<211> 15
<212> DNA
<213> Artificial Sequence

<400> 19

ccacagcagt gcttc 15

<210> 20

<211> 21

<212> DNA

<213> Artificial Sequence

<400> 20

ccacagcagt gcttcatgtc a 21
<210> 21

<211> 30

<212> DNA

<213> Artificial Sequence

<400> 21

tggccggeat gactcacata cccaacatat
<210> 22

<211> 30

<212> DNA

<213> Artificial Sequence

<400> 22

actggccgge atcaagacca accaatttgg
<210> 23

<211> 17

<212> DNA

<213> Artificial Sequence

<400> 23

tggccggeat gactcac 17
<210> 24

<211> 18

<212> DNA

<213> Artificial Sequence

<400> 24

actggccgge atcaagac 18
<210> 25

<211> 30

<212> DNA

<213> Artificial Sequence

<400> 25

ggaatggaac cgaagtggag ctattccctg
<210> 26

30

30

30

30

48



(26)

49
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 26
ggaatggaac cgccgtaaac ttgaatgcta
<210> 27
<211> 20
<212> DNA
<213> Artificial Sequence
<400> 27
ggaatggaac cgaagtggag 20
<210> 28
<211> 21
<212> DNA
<213> Artificial Sequence
<400> 28
ggaatggaac cgccgtaaac t 21
<210> 29
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 29
tacctggttg atgtatacag atctggttat
<210> 30
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 30
atccctcgat ccctctageca ttatatcctc
<210> 31
<211> 28
<212> DNA
<213> Artificial Sequence
<400> 31
tacctggttg atgtatacag atctggtt
<210> 32
<211> 24
<212> DNA
<213> Artificial Sequence
<400> 32
atccctcgat ccctctageca ttat
<210> 33
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 33
accactccat atatatcatc caaagttcta

<210> 34
<211> 30

50

30

30

30

28

30



(27)
51 52
<212> DNA
<213> Artificial Sequence
<400> 34
accactccat atcaccacaa ggcgtttagg 30
<210> 35
<211> 25
<212> DNA
<213> Artificial Sequence
<400> 35
accactccat atatatcatc caaag 25
<210> 36
<211> 22
<212> DNA
<213> Artificial Sequence
<400> 36
accactccat atcaccacaa gg 22
<210> 37
<211> 30
<212> DNA
<213> Artificial Sequence

<400> 37

gagaccgata tgcgattcgc ggcattggac 30
<210> 38

<211> 30

<212> DNA

<213> Artificial Sequence

<400> 38

gtggtgttta gatccagaga cttaacttta 30
<210> 39

<211> 18

<212> DNA

<213> Artificial Sequence

<400> 39

gagaccgata tgcgattc 18

<210> 40

<211> 24

<212> DNA

<213> Artificial Sequence

<400> 40

gtggtgttta gatccagaga ctta 24

<210> 41

<211> 30

<212> DNA

<213> Artificial Sequence

<400> 41

ctcactcaaa tttacagtgc attttcttgt 30
<210> 42

<211> 30

<212> DNA



(28)

53
<213> Artificial Sequence
<400> 42
agggccatga tacaagactc tgttctgtag
<210> 43
<211> 27
<212> DNA
<213> Artificial Sequence
<400> 43
ctcactcaaa tttacagtgc attttct
<210> 44
<211> 23
<212> DNA
<213> Artificial Sequence
<400> 44

agggccatga tacaagactc tgt 23

<210> 45

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 45

ggccgtegtt ctgcgatggt ctccaagaat
<210> 46

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 46

ggagaatccc acagtaagtt tttctttgtt
<210> 47

<211> 17

<212> DNA

<213> Artificial Sequence
<400> 47

ggcggtegtt ctgcgat 17
<210> 48

<211> 28

<212> DNA

<213> Artificial Sequence

<400> 48

ggagaatccc acagtaagtt tttctttg
<210> 49

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 49

gtcggagtgg tcagaccggg ctagcttttg
<210> 50

<211> 30

<212> DNA

54

30

27

30

30

28

30



(29)

55
<213> Artificial Sequence
<400> 50
gtcggagtgg atggagtagc ggtgggtgtg
<210> 51
<211> 18
<212> DNA
<213> Artificial Sequence
<400> 51
gtcggagtgg tcagaccg 18
<210> 52
<211> 20
<212> DNA
<213> Artificial Sequence
<400> 52
gtcggagtgg atggagtagc 20
<210> 53
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 53
acaacgcctc cgatgatcga accatatctt
<210> 54
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 54
acaacgcctc cgacaacaag attttctcct
<210> 55
<211> 16
<212> DNA
<213> Artificial Sequence
<400> 55

acaacgcctc cgatga 16
<210> 56

<211> 15

<212> DNA

<213> Artificial Sequence
<400> 56

acaacgcctc cgaca 15
<210> 57

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 57

gtccactgtg accacaacat ttcttccagc
<210> 58

<211> 30

<212> DNA

<213> Artificial Sequence

30

30

30

30

56



(30)

57
<400> 58
gtccactgtg gggattgttc cataaaagat
<210> 59
<211> 20
<212> DNA
<213> Artificial Sequence
<400> 59
gtccactgtg accacaacat 20
<210> 60
<211> 20
<212> DNA
<213> Artificial Sequence
<400> 60
gtccactgtg gggattgttt 20
<210> 61
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 61
aacgggccaa aaacggaggt cgtatggagc
<210> 62
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 62
aacgggccaa cgcagccatt aaagagaaat

<210> 63

<211> 20

<212> DNA

<213> Artificial Sequence
<400> 63

aacgggccaa aaacggaggt 20
<210> 64

<211> 15

<212> DNA

<213> Artificial Sequence
<400> 64

aacgggccaa cgcag 15
<210> 65

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 65

acaacggtcc gtccttgctt aggaaaaggc
<210> 66

<211> 30

<212> DNA

<213> Artificial Sequence

30

30

30

30

58



(31)

59
<400> 66
acaacggtcc aacagatact tttgaaaaac
<210> 67
<211> 20
<212> DNA
<213> Artificial Sequence
<400> 67
acaacggtcc gtccttgctt 20
<210> 68
<211> 25
<212> DNA
<213> Artificial Sequence
<400> 68
acaacggtcc aacagatact tttga
<210> 69
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 69
agtgcagcca ttatatagga ctaacaagga
<210> 70
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 70
agtgcagcca aaccagaaga aagccatgtt
<210> 71
<211> 25
<212> DNA
<213> Artificial Sequence
<400> 71
agtgcagcca ttatatagga ctaac
<210> 72
<211> 20
<212> DNA
<213> Artificial Sequence
<400> 72
agtgcagcca aaccagaaga 20
<210> 73
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 73
gtcgttcctg tggttaggac agggtcgcaa

<210> 74

<211> 30

<212> DNA

<213> Artificial Sequence
<400> 74

60

30

30

30

30



(32)
61 62
gtcgttcctg ctggtgtctc agatcgttcy 30
<210> 75
<211> 25
<212> DNA
<213> Artificial Sequence
<400> 75
gtcgttcctg tggttaggac agggt 25
<210> 76
<211> 24
<212> DNA
<213> Artificial Sequence
<400> 76
gtcgttcctg ctggtgtctc agat 24
<210> 77
<211> 30
<212> DNA
<213> Artificial Sequence

<400> 77

aacggcgaca taaaataagt tgttacatgt 30
<210> 78

<211> 30

<212> DNA

<213> Artificial Sequence

<400> 78

aacggcgaca gtggcatgct cgatgacgac 30
<210> 79

<211> 22

<212> DNA

<213> Artificial Sequence

<400> 79

aacggcgaca taaaataagt tg 22

<210> 80

<211> 25

<212> DNA

<213> Artificial Sequence

<400> 80

aacggcgaca gtggcatgct cgatg 25
<210> 81

<211> 30

<212> DNA

<213> Artificial Sequence

<400> 81

ggtgaacgct gtagttggaa tataagtata 30
<210> 82

<211> 30

<212> DNA

<213> Artificial Sequence

<400> 82

ggtgaacgct cagatttaaa tataattagt 30



(33)
63
<210> 83
<211> 24
<212> DNA
<213> Artificial Sequence
<400> 83
ggtgaacgct gtagttggaa tata 24
<210> 84
<211> 26
<212> DNA
<213> Artificial Sequence
<400> 84
ggtgaacgct cagatttaaa tataat 26
<210> 85
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 85
ccgcagttag atgcaccatt agaattgett 30
<210> 86
<211> 30
<212> DNA
<213> Artificial Sequence
<400> 86
ccgcagttag atcaagtggc aaggttccat 30
<210> 87
<211> 20
<212> DNA
<213> Artificial Sequence
<400> 87
ccgcagttag atgcaccatt 20
<210> 88
<211> 20
<212> DNA
<213> Artificial Sequence
<400> 88
ccgcagttag atcaagtggc 20
<210> 89
<211> 40
<212> DNA
<213> Artificial Sequence
<400> 89
gtcgttcctg tggttaggac agggtcgcaa attcagtctt
<210> 90
<211> 40
<212> DNA
<213> Artificial Sequence
<400> 90
gtcgttcctg ctggtgtctc agatcgttcg ggggcttgeg
<210> 91
<211> 12

40

40

64



(34)
65 66
<212> DNA
<213> Artificial Sequence
<400> 91
gtcgttcctg tg 12

<210> 92

<211> 12

<212> DNA

<213> Artificial Sequence
<400> 92

gtcgttectg ct 12
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V]
1]
M
BREBERR PCRCAWET 4 = —OEFARCEE
Frk10 | ¥pk11 Bl | F6 | G238 |P5 | TI6 HEE M
T bAaY | 1,32 0.37 | — | — + + | - 1.43
TEBiEh | .21 0.68 | — — + + | - 1.43
BEAbEAY | 1,35 * + |- — + | - 0.94
& 5 15397 0. 98 % - | = + - |+ 0.70
FReAY | 0.55 0.21 |+ | — + + |+ 0. 86
FLOwn | 1,14 0.18 | — | — + — | - 0.91
2B EN | 0018 | -0.62 | + |+ + — |+ 0. 05
BN 0. 00 0.00 |+ |+ — i 0.13
= F | 0.60 0.15 | — — — - | = 0. 78
VS 0.95 0.42 | + | — — + |+ 0.72
ik -0.13 |[-0.94 | + | — - - |+ 0.20
Aok * -0.39 | + |+ — — |+ 0. 09
polymerase
M
1]

Ta
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PHEREOREE | PCRTHAWAET T A ~— ORIE

FEREL0 | FERELL | B43 Gd |G22 | M2ce | PR
aw bkl 1. 44 1. 50 + — + — +
U EHiEh 1.39 1. 70 + — + + +
| vl 1. 48 — - — + + +
& ¢, 5397 1.17 — - + + + —
*RbeHY 1.19 1.23 — — — +
Lo 1.35 1. 43 — — + —
fesizEh L. 07 1. 21 + — — + —
H AlE 1.01 1.15 + — — + —
P L. 26 1. 45 + — + - —
PN L 1.15 1. 42 + — — + +
DK 1. 10 1. 08 - — — — —
A®¥ 1.05 1.01 — — — + —
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Pt | PCRTAWVWEZ S A ~— @R

25 | A6 |B30|F6 |BL | J6 | WK9 | S13
CAr D) .45 | — |— |— |- |+ |- |-
e 0.94 |+ |+ [+ |+ |+ |- |-
U 0.56 |+ |+ [+ |+ |+ |~ |+
TLIg L27 | — |- |- |+ |+ |- |+
AA B Ry b 0.60 | — |+ [— |+ |— |+ |+
TR A 1. 38 -+ | =+ |- |- +
AVFFrI~U< | 0.27 |+ |+ |— [+ |+ |+ |+
WABGG11 0.57 |+ |+ [~ |+ |~ |~ |+
WITAT .50 |— |— |- |+ |- |- |-
LA EF 0.41 | — |~ ||+ |- |- |-
WAB450106 0.54 | — |+ [~ |+ |+ |~ |+
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4B063 QAO01 QQ04 QQ43 QRO8 QR62
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