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gooao

TaKaRa IntelliGene Rat Toxicology CHIP Ver 1.0 ICARy hENTWDEXIRAER
FOUAK (1)

Aconitase 1, soluble

Acyl CoA synthetase, long chain

Acyl Coenzyme A dehydrogenase, long chain

Acyl-coA oxidase

ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)
Alanine-glyoxylate aminotransferase (Serine—pyruvate aminotransferase)
Aldehyde dehydrogenase 1 (phenobarbitol inducible)

Asparagine synthetase

Carbonic anhydrase 3 10
Carboxyl ester lipase

Ceruloplasmin (ferroxidase)

Cytochrom P450 (cholesterol hydroxylase 7 alpha)

Cytochrome P450, 11a, cholesterol side chain cleavage

Cytochrome P450, subfamily I (aromatic compound-inducibie), member A2 (Q42, form d)
Cytochrome P450, subfamily IIA (phenobarbital-inducble)/ (Cytochrome P450 IIA3)
Cytochrome P450, subfamily IIF, polypeptide 1

Deoxyribonuclease 1

Diaphorase (NADH/NADPH)

Dipeptidy! peptidase 4

Enolase 1, alpha

ER-60 protease

Fatty acid synthase 20
Flavin-containing monooxygenase 1
Glucose—6—phosphate dehydrogenase

Glutamate—cysteine ligase (gamma—glutamylcysteine synthetase), regulatory
Glutamic—oxaloacetic transaminase 1, soluble (aspartate aminotransferase, cytosolic) see also D1Mgh12
Glutathione peroxidase 4

Glutathione S—transferase, pi 2

Glutathione synthetase gene
Glutathione-S—transferase, alpha type (Yc2)
Glutathione—S—transferase, mu type 2 (Yb2)
Guanidinoacetate methyltransferase

Hydroxymethylbilane synthase

Hydroxysteroid dehydrogenase, 11 beta type 2
Hypoxanthine phosphoribosy! transferase
Lactate dehydrogenase A 30
Lactate dehydrogenease B

Lipoprotein lipase
Lysyl oxidase
Metallothionein

Monoamine oxidase B

Ornitine decarboxylase
Pancreatic trypsin II
Peptidylprolyl isomerase A (cyclophilin A)

gbooooao
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TaKaRa IntelliGene Rat Toxicology CHIP Ver 1.0 iCARy XN TWAEFIRBHEL
FOUAL (2)

Proprotein convertase subtilisin/kexin type 7

Protein disulfide isomerase (Prolyl 4-hydroxylase, beta polypeptide)
R.norvegicus mRNA for gluthathione—S—transferase

R.norvegicus mRNA for macrophage metalloelastase (MME)
R.norvegicus mRNA for membrane—type metalloproteinase
R.norvegicus mRNA for pl 6.1 esterase (ES-10)

R.norvegicus phosphoglycerate mutase B isozyme (PGAM) mRNA, complete cds
Rat alcohol dehydrogenase (ADH) mRNA, complete cds

Rat carnitine palmitoyltransferase ] mRNA, complete cds

Rat collagenase (UMRCase) mRNA, 3’ end

Rat cytochrome P-450 isozyme 5 (P450 IVB2) mRNA, complete cds
Rat cytochrome P-450] mRNA, complete cds

Rat gamma—glutamyl transpeptidase mRNA, complete cds, clone 17
Rat glutathione S—transferase mRNA, complete cds

Rat GTP cyclohydrolase I mRNA, complete cds

Rat heme oxygenase-2 (HO2) mRNA, complete cds

Rat hydroxysteroid sulfotransferase mRNA, complete cds

10

Rat microsomal aldehyde dehydrogenase mRNA, complete cds

Rat mRNA for liver mitochondrial aldehyde dehydrogenase

Rat mRNA for mitochondrial enoyl-CoA hydratase (EC 4.2.1.17)

Rat mRNA for mitochondrial long-chain 3-ketoacyl-CoA thiolase beta—subunit of mitochondrial trifunctional protein,
complete dds 20
Rat mRNA for mitochondrial long—chain enoyl-CoA hydratase/3-hydroxyacyl-CoA dehydrogenase alpha—subunit of
mitochondrial trifunctional protein, complete cds

Rat NADH-cytochrome b-5 reductase mRNA, complete cds

Rat NADPH-cytochrome P-450 oxidoreductase mRNA, complete cds

Rat S—adenosylmethionine decarboxylase mRNA, complete cds

Rat uricase mRNA, 3’ end

Rattus norvegicus 12-lipoxygenase mRNA, complete cds

Rattus norvegicus 4-trimethylaminobutyraldehyde dehydrogenase (Tmabadh) mRNA, complete cds

Rattus norvegicus 8-oxoguanine~DNA-glycosylase (roggl) mRNA, complete cds

Rattus norvegicus biliverdin reductase mRNA, complete cds

Rattus norvegicus cytochrome b558 alpha—subunit mRNA, complete cds

Rattus norvegicus cytochrome P450 2D18 mRNA, complete cds

Rattus norvegicus cytochrome P450 3A9 mRNA, complete cds

Rattus norvegicus glutathione s—transferase M5 mRNA, complete cds 30
Rattus norvegicus mRNA for 7-dehydrocholesterol reductase, complete cds

Rattus norvegicus mRNA for aminopeptidase—B, complete cds

Rattus norvegicus mRNA for hydroxysteroid sulfotransferase subunit, complete cds
Rattus norvegicus mRNA for plasma glutathione peroxidase precursor, complete cds

Rattus norvegicus mRNA for protein tyrosine phosphatase

Rattus norvegicus mRNA for Sulfotransferase K2

Rattus norvegicus platelet-activating factor acetylhydrolase alpha 1 subunit (PAF-AH alpha 1) mRNA, complete cds
Rattus norvegicus platelet-activating factor acetylhydrolase beta subunit (PAF-AH beta) mRNA, complete cds
Superoxide dimutase 1, soluble

Superoxide dimutase 2, mitochondrial

Thioredoxin peroxidase 1

UDP-glucuronosyltransferase 1 family, member 1
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Column

Gene name

pa)
9
2

ras—GTPase—activating protein SH3-domain binding protein
Arabidopsis cDNA clone APD03b12 f 3
hypoxanthine—guanine phosphoribosyltransferase
glucose—-6-phosphate dehydrogenase (Gd, EC 1.1.1.49)

cytoplasmic beta—actin

10

polyubiquitin

ornithine decarboxylase (ODG)

MHC class [

glutathione—S—transferase, alpha type2 (Gsta2)
cytochrome P450, 2b19 (Cyp2b15)

cytochrome P450, 2¢39 (Cyp2c39)

cytochrome P450, 1a1 (Cyplal)

cytochrome P450, 1a2 (Cypla2)

Cytochrome P450, subfamily 2e1 (ethanol-inducible) (Cyp2e1)
Cytochrome P450, subfamily lIC (mephenytoin 4-hydroxylase) (Cyp2c)
APEX nuclease

hypoxia—inducible factor-1 alpha (Hif1a)

Cytochrome P450, subfamily IIA (Cyp2a3a)

Cytochrom P450 15-beta gene (Cyp2c12)

Cytochrome P450, subfamily ID2 (Cyp2d2)

Cytochrome P450, subfamily IIIA, polypeptide 3 (Cyp3a3)
Cytochrome P450, subfamily IIF, polypeptide 1 (Cyp2f1)
cytochrome P450 monooxygenase (CYP2J3)
transcription factor HES-1

Hsp70-2

cytochrome P4502F4 (CYP4502F4)

cytochrome P450 2D18

cytochrome P450 3A9

CYP2J4

Cytochrome P450, subfamily XVII (Cyp17)

Cytochrome P450 1b1 (Cyp1bt1)

DNA polymerase alpha (pol alpha gene)

20

30

vascular endothelial growth factor-A188
cytochrome P-450j

cytochrome P~450 isozyme 5 (P450 IVB2)
cytochrome P450 [IA3
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Column

Row

Gene name

cytochrome P450 PCN2

(CYP2B1) gene, promoter

mitochondrial cytochrome P450 (P450C27)

translation elongation factor 1—delta subunit

cardiovascular heat shock protein

cytochrome P450 arachidonic acid epoxygenase (cyp 2C23)

10

NADH-cytochrome b-5 reductase

cytochrome P-450d methylcholanthrene—inducible gene

testosterone 6-beta-hydroxylase (CYP3A1)

cytochrome P-450 IV A1 (CYP4A1)

cholesterol 7-alpha—hydroxylase (CYP7)

transcriptional intermediary factor 2 (TIF2)

glutathione transferase subunit 8

Alcohol dehydrogenase (class I), alpha polypeptide (Adh1)

carboxylesterase 3 (Ces3)

carboxylesterase 1 (Ces1)

alcohol dehydrogenase 4 (class 1I), pi polypeptide (Adh4)

aldehyde dehydrogenase family 3, subfamily A2 (Aldh3a2)

20

steroid sulfatase (Sts)

8-oxoguanine—DNA-glycosylase (rogg1)

GADD45gamma

cytosolic epoxide hydrolase (Ephx2)

flavin—containing monooxygenase FMO3

carboxylic ester hydrolase

flavin—containing monooxygenase 5 (FMO5)

flavin—containing monooxygenase 4 (FMO4)

flavin—containing monooxygenase 2 (FMO2)

RNA polymerase 1 194 kDa subunit (RPAT)

glutathione S-transferase A3 subunit (GSTA3)

cholesterol esterase

30

liver mitochondrial aldehyde dehydrogenase

beta—glucuronidase

aldehyde reductase

aldehyde dehydrogenase (ALDH) mRNA

liver aldehyde oxidase male form (AOX1)

iIN|oiO|id|WINImlOIJ|DO|AGIN|m|O(IJ|od|g|dDlWOINm[OIN IO ||l INM|=|o|d|a]|o

O OO ||| || |IN|IN|INININ|IN[NINlojo|lo|lojlojloojofaggaja|ojud

pancreatic phospholipase A-2
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Column Row | Gene name

10 | thioredoxin
10 | alcohol dehydrogenase (ADH)
10 | NADPH-cytochrome P-450 reductase

10 | microsomal aldehyde dehydrogenase

10 | monoamine oxidase B (Maobf3)

10 | epoxide hydrolase
10 | prostaglandin H synthase (PGHS-1) 10
10 | alpha—tubulin

11 | chaperonin 60 (Hsp60) and chaperonin 10 (CPN10)
11 | glutathione s—transferase M5

11 | Catecholamine-O-methyltransferase (Comt)

11 | Acetyl-Co A acetyltransferase 1, mitochondrial (Acat1)

11 | acetyl-Coenzyme A acyltransferase 2(Acaa2)

11 | bile acid-Coenzyme A: amino acid N-acyltransferase (Baat)

11 | fatty acid Coenzyme A ligase, long chain 4 (Facl4)
11 | ER-60 protease

12 | cell growth regulator rCGR19

12 | arylamine N-acetyltransferase-1 (AT-1)

12 | arylamine N-acetyltransferase—-2 (AT-2) 20
12 | UDP—glucuronosyltransferase

12 | glutathione S—transferase P subunit

12 | thiopurine S—methyltransferase (tpmt)

12 | bile acid CoA ligase

12 | telomerase protein component 1 (TLP1)

13 | Hsp70/Hsp90 organizing protein

13 | estrogen sulfotransferase

13 | glutathione S—transferase

13 glutathiorie S-transferase

13 | hydroxysteroid sulfotransferase

13 | 3-methylcholanthrene-inducible truncated UDP-glucuronosyltransferase 30

13 | tryptophan 2,3-dioxygenase (Tdo2)

13 | cyclin (PCNA, proliferating cell nuclear antigen)

14 | heat shock related protein

14 | liver glycogen synthase
14 | Albumin (Alb)
14 | carbamyl phosphate synthetase I precursor (cps)

PlfWIN|mO|IN|O|O|_IWIN| = Jd|d(g|d|WIN|=m|lo|N(o|la|d|lw|M]|=|loiN[v|O|d|lwiNn|—=
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Column

Row

Gene name

14

hepatocyte growth factor

14

Peroxisome proliferator activated receptor alpha (Ppara)

14

peroxisomal membrane protein 3 (Pxmp3)

14

ribosomal protein L4

15

norvegicus liver—specific organic anion transporter

15

Solute carrier family 22, member 1 (Slc22at)

15

P-glycoprotein 3/ multidrug resistance 2 (Pgy3)

10

15

vimentin

15

Gap junction protein, alpha 1, 43 kD (connexin 43) (Gjal)

15

Glutamine synthetase (glutamate—ammonia ligase) (Gluf)

15

peroxisome proliferator-activated receptor beta (PPARb gene)

15

glucocorticoid receptor

16

multidrug resistance protein

16

canalicular multispecific organic anion transporter(cMOAT)

16

P-glycoprotein sister {(spgp)

16

cytokeratin—18

16

connexin 26 (Cx26)

16

transferrin

16

proliferator-activated receptor gamma 1 (PPARgammat)

16

elongation factor SIll p15 subunit

20

17

organic anion transporter (oatp)

17

mdr

17

sodium/bile acid cotransporter

17

alpha—fetoprotein

17

transforming growth factor-beta 1

17

TGF-B2

17

TGF-B3

17

apolipoprotein A-I (apoA-I)

18

E.coli 1444

18

Cloning vector pUC19c

18

alpha initiation factor

30

18

cytokeratin 8

18

gamma-—glutamyl transpeptidase (GGT)

18

transforming growth factor-b type Il receptor

18

osteopontin

il =l g|dlw(vM|=lo|vN|as|la|ldlwN|m|lo|vN|(lojla|s|lw| M=o v]|olwv

18

E.coli 1444
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3-methylcholanthrene—inducible truncated UDP-glucuronosyltransferase

Alcohol dehydrogenase (ADH)

Alcohol dehydrogenase (class I), alpha polypeptide (Adh1)

Aldehyde dehydrogenase family 3, subfamily A2 (Aldh3a2)

Bile acid CoA ligase

Bile acid—-Coenzyme A: amino acid N-acyltransferase (Baat)

Carboxylic ester hydrolase

Catecholamine—O-methyltransferase (Comt)

Cytochrom P450 15-beta gene (Cyp2c12)

Cytochrome P450 arachidonic acid epoxygenase (cyp 2C23)

Cytochrome P450, 1a2 (Cyp1a2)

Cytochrome P450, 2¢39 (Cyp2c39)

Cytochrome P450, subfamily 2e1 (ethanol-inducible) (Cyp2e1)

Cytochrome P450, subfamily [ID2 (Cyp2d2)

Cytochrome P450, subfamily IIIA, polypeptide 3 (Cyp3a3)

Cytochrome P-450d methylcholanthrene-inducible gene

Cytochrome P-450j

Epoxide hydrolase

Fatty acid Goenzyme A ligase, long chain 4 (Facl4)

Flavin-containing monooxygenase 5 (FMO5)

Flavin—containing monooxygenase FMO3

Glutathione S—transferase

Glutathione S—transferase

Hydroxysteroid sulfotransferase

Liver aldehyde oxidase male form (AOX1)

Liver mitochondrial aldehyde dehydrogenase

Microsomal aldehyde dehydrogenase

NADPH-cytochrome P-450 reductase

Steroid sulfatase (Sts)

Testosterone 6-beta—hydroxylase (CYP3A1)

UDP-glucuronosyltransferase
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Aryl hydrocarbon receptor

Benzodiazepin receptor (peripheral)

Cannabinoid receptor 1

Cytochrome P450, subfamily I (aromatic compound-inducible), member A2 (Q42, form d)

Dipeptidy| peptidase 4

Fatty acid synthase

Flavin—containing monooxygenase 1

Glutamic—oxaloacetic transaminase 1, soluble (aspartate aminotransferase, cytosolic)

High mobility group protein 2

Hydroxysteroid dehydrogenase, 11 beta type 2

Lysyl oxidase

Monoamine oxidase B

Murine thymoma viral (v—akt) oncogene homolog 2

-| Pre—alpha—inhibitor, heavy chain 3

R.norvegicus CCND1 mRNA for cyclin D1

R.norvegicus mRNA for DNA topoisomerase Il

R.norvegicus mRNA for gluthathione-S—transferase

Rat alcohol dehydrogenase (ADH) mRNA, complete cds

Rat cytochrome P-450; mRNA, complete cds

Rat elongation factor SlII p15 subunit mRNA, complete cds

Rat F-0-ATPase subunit b mRNA, complete cds

Rat hydroxysteroid sulfotransferase mRNA, complete cds

Rat PTP-S mRNA for protein—tyrosine phosphatase

Rat uricase mRNA, 3’ end

Rattus norvegicus 4-trimethylaminobutyraldehyde dehydrogenase (Tmabadh) mRNA, complete cds

Rattus norvegicus 8—oxoguanine—DNA-glycosylase (roggl) mRNA, complete cds

Rattus norvegicus liver cytochrome ¢ oxidase subunit VIII (COX-VII) mRNA, 3’ end of cds

Rattus norvegicus MAP kinase kinase mRNA, complete cds

Rattus norvegicus mevalonate kinase mRNA, complete cds

Rattus norvegicus mRNA for 7-dehydrocholesterol reductase, complete cds

'Rattus norvegicus mRNA for proteasome p45/SUG, complete cds

Tissue factor pathway inhibitor

T-kininogen
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TENY I/ T HRENMEORERHEZORELE)
Cyv 5,/Cy 31l (normal : ZHKRIVE IERM, preg. : &ERIVE EM)
Gene name normal | preg.
Glutamate—cysteine ligase (gamma—glutamylcysteine syntheta 111 0.6
se) ) )
Glutathione—S—transferase, mu type 2 (Yb2) 1.52 0. 83
Aldehyde dehydrogenase 1 {(phenobarbitol inducible) 1.18 0. 66
Rat uricase mRNA, 3’ end 0.8 0. 48
Glutathione—S —transferase, alpha type (Yc2) 1.73 1. 13
Glutathione S—transferase, pi 2 2. 09 1. 37
Glucose—6 —phosphate dehydrogenase 1. 58 1. 06
Dipeptidyl peptidase 4 1. 22 0. 83
Platelet—activating factor acetylhydrolase beta subunit (PAF—A 0. 56 0. 85
H beta)
Diaphorase (NADH.”NADPH) 0. 56 0. 88
Plasma glutathione peroxidase precursor 1. 24 1. 96
Rattus norvegicus mRNA for APEX nuclease, complete cds 0.77 1. 23
Guanidinoacetate methyltransferase ' 0.78 1.3
'Protem phosphatase 2 (formerly 2A), catalytic subunit, beta 0 56 0 99
isoform
Rat NADPH —cytochrome P—450 oxidoreductase mRNA, com 0 78 18
plete cds
opoooao
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Cy5/Cy3fli (normal : ZHHRIVE IERM, preg. : LHFIVE R

Gene name normal preg
Rat NADPH— h P— i

at NAD cytochrome 450 oxidoreductase mRNA, comple 0. 87 0. 48
te cds
Acyl—coA oxidase 1. 01 1. 58
Rat glutathione S—transferase mRNA, complete cds 0. 67 1. 08
Guanidinoacetate methyltransferase 0.74 1.19
Rat mRNA fi itochondrial |I—CoA hydrat EC 4.2. 1.1
7)a m or mitochondrial enoy o ydratase ( 0. 73 1 18
Rat microsomal aldehyde dehydrogenase mRNA, complete cds 0. 84 1.4
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@ | Phasel enzymes 24
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. Liver marker,function 21
©)| stress response 13
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| @ | Negatine control 3
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